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[ Abstract ] Objective To investigate whether deletion of Gpri74 alleviates gut injuries during
sepsis and identify the differential gut microbiota, metabolites and related metabolic pathways between
C57BL/6 and Gprl174” mice in physiological condition and sepsis. Methods Twelve 8-week-old male
C57BL/6 and Gprl74" mice were randomly (random number) divided into the following four groups:
Wildtype (WT) group, Gprl74” (KO) group, Wildtype + CLP (WT+CLP) group and Gpri74” + CLP
(KO+CLP) group. Sepsis mice model was established by cecal ligation and puncture (CLP) as previously
described. Feces were collected from C57BL/6 and Gprl74” mice in normal condition and 3 days after
CLP. The nucleic acid of stool was extracted and then amplified the V3 V4 region using TransStart
FastPfu DNA Polymerase; 16S rDNA gene amplicons were sequenced on an Illumina MiSeq instrument.
After demultiplexing and quality filtering, differential microbiota was identified. Metabonomics was
determined by liquid chromatography (LC-MS). Endogenous metabolites were identified by the Feihn

metabonomics database. Then, metabolic pathways were further analyzed via KEGG. Results The
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principal component analysis (PCA) showed a cluster type distribution between the WT group and KO

group . The difference between the WT+ CLP group and KO + CLP group was significantly reduced after

CLP. The differential gut microbiota included Lactobacillus, Akkermansia, Bacteroides, Allobaculum,

Bifidobacterium, Rikenella, Olsenella, Barnesiella, and the differential metabolites included L-Alanine,

Hydroxypropionic acid, Oxoglutaric acid. The related signal pathways of differential metabolites were

Glucose-Alanine Cycle, Alanine Metabolism and Propanoate Metabolism. Conclusions

Gpri74 deletion

could alleviate gut injuries during sepsis and change the composition of gut microbiota and metabolites.

[ Key word ] Sepsis; Metabonomics; Microbiome; Gpri74 ; Intestinal injury; Short chain fatty

acid ; Immune response; Chemokine receptors
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Fig. 1 Deletion of Gpri74 alleviated gut injuries in sepsis mice
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