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(WE) BA  WHESENE DU ™ UM Ea 255 1FE (RDS) SR ENGHEY R (SP)
CHEEIMEF 5 (exonS) XEFEE ZAMEMAECHE. Ak EBERE0 [ RB AR T IC M
GRRAMSE R RDS =L 50 6] (5 31, % 19 ) RS2 . BU% RDS 77 )L 50 i) % He
M (B 276, Le236), R AERHEER Y (PCR) L Z 2P Ak G £ A Xt SP-C
exonS X IR FEATIN T, 20 ) L4 4H H L SP-C exon5 ¢.715G>A ( S186N ) 17 p Jk K U5 2R (1)
L5, BR SLRATKIH SP-C exon5 K1 ¢.715G>A ( S186N ) i A7 3 MIEH A, H GG,
AA. AG, Z=FPEEREIBR N 28%. 62% Fl 10%, G A KRR 33%, A A7 3L R R
g 67% 5 N IRZH =L TR A3 5 78% . 10% H1 12%, G ZEi3ERARAN 84%, A (i3
AR 16% 5 PRULIE] A 507 JE R BIARR (9 22 A G245 X (/=53.300, P<0.05). Z5it  #5iF
SP-C exon5 X3 ¢.715G>A (SI86N ) i s A ZE{ 3L IS % = L RDS B XU B 5 .
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[ Abstract ] Objective To study the correlation between pulmonary surfactant protein C exon5
area's gene polymorphism and the premature infants with respiratory distress syndrome (RDS) among
Mongolian and Han ethnic in Inner Mongolia District. Methods Fifty unrelated Mongolian RDS
premature infants (28 weeks < gestational age <37 weeks) were recruited as study group (31 male and
19 female), and another 50 unrelated Han ethnic RDS premature infants (28 weeks <X gestational age
<37 weeks) were enrolled at the same time, as control group (27 male and 23 female).Polymerase chain
reaction was used for gene polymorphism analysis and gene detection technology was employed to
determine the sequence of SP-C gene exon5 area, respectively. At last, the difference in genotype frequency
of SP-C gene exon 5 area C. 715G>A(S186 N) was compared between two groups. Results There were
three genotypes could be checked out from SP-C gene exon 5 area C. 715G>A(S186N)locus; namely
GG,AA,AG types, and in study group, genotype frequencies of these three genotypes were 28%, 62%
and 10%, respectively, and G allele frequency was 33%, and A allele frequency was 67%. Genotype

frequencies in control group were 78%, 10% and 12%, respectively, and G allele frequency was 84%,
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A allele frequency was 16%. The A allele genotype frequency in study group at SP-C exon 5 area C.

715G>A(S186N) significantly higher than that in control group. There was statistically significant difference

in alleles variations between two groups (¥* = 53.300, P< 0.05). Conclusions

SP-C exon 5 area C.

715G>A(S186N)locus polymorphism related to Inner Mongolia Mongolian premature RDS. Individuals
carrying SP-C exon 5 area C. 715G>A (S186N) A alleles have higher risk of suffering from RDS.
[ Key Words ] S186N; Respiratory distress syndrome; Mongolian nationlity; Han nationlity;

premature infants;Gene polymorphism;Pulmonary surfactant surfactant proteinC; Exon

iti 2 T 3 P 90 B ( pulmonary surfactant, PS)
() =5 B R A b Il 2 T S PR 9 B8R L (surfactant
protein, SP) FI#§E. SP L% 4 FhFE AL, 4351k
SP-A. SP-B. SP-C 5 SP-D. H:# SP-C 5 &

B ZEA1E (respiratory distress syndrome, RDS) ¥

REREBEY)RE, PS MIETE. DIfgsS SP-C Wi
FIIE PRI AR 56 U2, SP-C Bl PS A il 960 2 i 19
SrA IR R R T, S5 R Rk S P
SP-C Z¢ i N e A8 5 % A4 RDS # UM G, HATHE
W2F#E X SP-C JEH 28 RDS (A AL A
SIIIEE Y ARTRSY e Se i R . DU L= RDS
JL exon5 X5 ¢.715G>A( SI86N )i i Sk PRI AUATI %
AT S & A RDS BYAH M.
1 #ZBRERE
1.1 — s

PL 2013 4 9 J] % 2016 4F 1 A AEARREHTE LR
B BEIR YT B ZE i % RDS 5= Lo 528640 (RDS
), AditriE . O AERETE 1 000~5 000 g, 28
JA <My <37 F 5 =L, MR R RS ; @
2 A B LIE TC M2 0¢ & 5 QFF & BRI A AR 1
RDS 2 WiksifE U+ A J5 A T W R e 242 in
MR B, 75 2 A BEERF PaO,>50 mmHg ( 1
mmHg=0.133 kPa ), %55 B} Pa0,<50 mmHg o A5
rhu A, [RINA RS R ks o DATRIDIAE e
IRIT AU RDS (LAY RRAL

HeBRARME « Ot HER R IL ; @Mk

KAl s R EREIL ; O ET IR

PRI 5 OBEEZE A IR L

AR BB RGP 0L 2L e, MRAEAS
KL BILE B E R &

1.2 FHik
12,1 FEACREE AR PR EAE A AR IR IR TR,
kg . MO AR R OGS AR
AE KM 1.0 mL, BCEPLEESE (EDTAK2) i,
B -80CHKARIRATF A H
122 BHEAIEN4H DNA BYH2EC, o B2 i 5 K
PCR ¥4 B 1.0 mL #f Jbk 1M #% 1l ¥ 2% 51 2 DNA
FEHGR ] & Tanami Blood DNA Kit ( B.0 44 - H
Sk DP318, dUI @A AR R AR,
) AR AE UL 14T 2L K 40 DNA 42 5. f 42
HU DNA ¥ BE H Thermo Y &5kl ( Jb e LA BR
HRHEABR AT, hE D, BRI 1 uL DNA #.
DNA ¥ JH ng/uL %78, >25 ng/uL uﬁ%@%@ﬁ&%
HU DNA MRS . DWHEZAR T4 B A9 DNA B i
MR EUE 1~2 pL AR R TRt
Fe A B 2GR A IR w5l G L B — X 51 Wyl 7 3
KA 700 bp, Hf SP-C F&[H exonS X4 K43 B
P4, 2 TAKARA PCR Amplification Kit ( Code
No.:DRO11, Jbnt e BB ARAH], )
ARG E T PCR 505, PCR RNAR : 6.25
uL KE7K . 4 uL DNTP, 12.5 uL GCI | 0.5 uL |-
4. 0.5 uL FIF514. 1 uL DNA, 0.25 uL LA
Taw fif. PCR PRI SEL . HIASE 94°C 5 min ; A8
94 °C 30 s, Bk 52 C 45s, 72 °C #EM 7 min,
TEFS 35 IR, FrRP 3 SFTPC exonS 5[4 W3 1.
123 DNA H® J B 0y ¥ 51l & K >k H PCR-
RFLP FARKM 280 BRI AEAS & b RS |
Y5 20 L, TURORAEFFIE A2 R R 2GR
FHIRAF, X SP-C exon5 XIFFEKHEA T 51 AE -
v F NCBI #5045 ) i i BLAST B FHAR R, K5
gh B SR R i SP-C JERFF BEAT LX), SP-C

£ 1 "Y1 SFTPB. SFTPC exon5 HY514)

Table 1 Primers for specific amplification of SFTPB and SFTPC exon5
P4 X Bkl BP Tm  GC% PR B i ERE Gk
SFTPC-E3-4F ggaaag agggaagcegc atttgagtac 26 67.9 50 666 R
SFTPC-E3-4R ctggcagccaat gaggaacagtg 23 68.3 56.5
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F[H exon5 [X I8 ¢.715G>A (S186N ) fii 5L [H £
AT
1.3 SFitERHE

i HZEE SPSS13.0 MUAGE RS 537 -
THEGORHIRE LIS = i (xs) 3R, RH
B ¢ A 5 THECEORHLE o bR F R, SR
¥R 2 g . Lh P<0.05 MEFAGITFE L.

ATERY 50 B SEge a v, 55 31 . 219 i,
JiGis 29 J& ~36 J& °, HEMER 1 000~ 4 550 g,
BB 36 191, NGt s 38 il ALY 50 4
IR, 55 27 1 £ 23 B, Jiiy 31 A +6~36 JH,
WA ARTR 1063~3 300 g, B 31 41, MiAR
iti 2 35 51, AR ST %42 A b LI —fgefs i L
2R HGEIEE X (P>0.05). WL 2,

2.2 EREEURRLLE

2 4R . ~
SCOuy 4 o K I H SP-C & A exonS X 1
21 —RIER c.715G>A (S186N ) o7 i ] A6ty =LA 1Y . [
F2 IR 55X IR B L— MBS O L
Table 2 Comparison of general data of experiment group and control group

403 s PE5 Jifi AR AT ST AL

- (B /%) (x+s, Ji] ) (X+s,g) g/ gmil (/)
SEYGEH 50 31/19 33.54 £2.04 2024.80 + 659 36/14 38/12
X B4 50 27/23 34.11+1.35 2166.26 + 510 31/19 35/15
2tE 0.657 1.644 1.200 1.131 0.457
P1{H 0.418 0.103 0.233 0.288 0.499

H : P<0.05 BLtiterE X

Bl 1 SP-C exon5 XI5 c.715G>A (S186N ) {7 5 HEPH 22 A5 Mg Sk
FraiE
Fig 1 Gene polymorphic sequence map of exon5 region c. 715G >
A (S186N)
B3 SP-C exon5 X1 c.715G>A (SI86N ) fif i H K £ A M 5
FraE
Fig 3 Gene polymorphic sequence map of exon5 region c. 715G >
A (S186N)

GG. AA. AGH, W ( K 1.2, 3), RDS4 it
= 35 DA IR 243 R 28% . 62% F1 10%, G &

2 SP-C exon5 X c.715G>A (S186N ) fif i HEPH Z AL pl A
Fral
Fig 2 Gene polymorphic sequence map of exon5 region c. 715G >
A (SI86N)

LIS 33%, A SR BRI 67% 5 X
HEZH s =P BE R BRI 3 53 001l 78% . 10% Fl 12%,
G AL Ny 84%, A SR REPIBE N 16% ;
YR A SEALEE R AU RS TR, ERAS
e X (42=53.300, P<0.05) W3 3,

F3 241 L SP-C A exon5 X 1 ¢.715G>A (S186N)
PR SRR SRR AL A (], %)
Table 3 Allele and genotype distribution of SP-C gene exon5
region ¢.715G>A (S186N) loci in 2 groups (case,%)

o - Fe R R R LS SR
L e AA AG G A
SERAH 50 14(28) 31(62) 5(10) 33 (33) 67 (67)
XHEZH 50 39(78) 5(10) 6(12) 84 (84) 16 (16)
»1H 30.661 53.300
P <0.05 <0.05

I P<0.05 H4iERE X
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RDS E#H AL HE WK R A fEEREZ —, H
RIGREPICTHAR G, HRHRHLHDE R T PS itz
7T B3 3 2% e 0 S | Rt B Bz
WEwm, B, HEm. BERRE. 2. £
e =B REARREER 7, B EE 4L RDS 1Y
fERR R 2 —, (AHAREZ R, IR o
Bl ZHa. PERE S AR BB SR
S PLSENiAIT

T Ak [ N AMF 5T & X RDS 19 & 9 HL K36
ST F gt i L B JuHL SP-C RS R A
PRIIRE T )2 BEAE, S G R PR A SR S5
SP-C Z5FFITHRESF# 5 SP-C JERAR A7 56 1, &
HMFFFE K BT A )L A RDS 5 SP-C 3R 4 5k K
BX, FEm Ay kA RDSM, 2001 4F, Nogee
8 Wl T — (i RE R S A LAY FEA e R —A
SV R R & PS8 exond EREE, ProSP-C C i X Jif,
37 ANE IR B L SP-C FE AR S, X ESE T
SP-C st f& g Ja T Yo o fR S Mt A% . SCHRHR A
SP-C JEHAR A VFL AR, i LT exons Xk,
F B exonS X & SP-C K By 48 S p s, [ N BIF
FEIESE, SP-C JEHASIX 557 7 G — A AR
517 exonS XI5, S186N ZFLARHAE . (HIS A WS
K SP-C N Ah 5T 4(T138N). 4h 5T 5(S186N)
D7 FEN 28 5 N5 X DU RDS 19 % 4 CH
WARHE M SAMIRERA—E, ATREREANR]
S, Fit—2EIESE . AF5Y & B SP-C exon5
X35k c.715G>A (S186N ) A/ s S50 F PR AE 5 iy
7L RDS 4151057 L RDS A M4 Z [\ 4
WEME S, SR RDS 4% 075 DL A S50 B
RUSCR DU RDS 4 5 53w, Ry SP-C %
Al exon5 X35 ¢.715G>A ( SI186N ) i 5 A Zfvi LA
FI5E T RDS AL,

& % X #
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